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ing cross-transmission intra and inter-hospitals. Genotyping
surveillance is an important tool for understanding transmis-
sion patterns and for guiding infection control interventions.
doi:10.1016/j.ijid.2010.02.208114th International Congress on Infectious Diseases (ICID) Abs
Subsequent BSI developed in 6 (20%) of 30 episodes in which
empiric antibiotic treatment were inappropriate while but
in 3 (4%) of 82 episodes in which empiric antibiotic treatment
were appropriate (P = .01).
Conclusion: In patients with isolated positive HC-drawn
blood cultures, the overall incidence of subsequent BSI was
8.0%. Isolation of Candida species and inappropriate empiric
treatment were associated with development of subsequent
BSI.
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Background: Globally about 2 million people annually
suffer Hospital Acquired Infections (HAIs), mainly patients
hospitalized for other conditions leading to prolonged stay,
increased morbidity and mortality. The magnitude of HAIs in
Kayunga district hospital (KDH) was unknown in 2009; how-
ever, it is acknowledged that the lack of basic equipment
and infrastructure compromises infection control practice
making transmission of HAIs favorable. This study set out to
estimate the prevalence and assess factors associated with
HAIs in Kayunga district hospital (KDH) to enable the hospital
management design interventions to address HAIs.
Methods: We conducted a cross sectional survey in the
ﬁrst week of July 2009 in Kayunga district hospital; - with
100 bed capacity. One hundred in-patients who had spent
at least 72 hours were recruited consecutively into the
study. Face-to-face interviews with study participants were
conducted using a structured questionnaire and an obser-
vational check list ﬁlled on each ward. Ministry of Health,
Epidemiological and Surveillance case deﬁnitions were used
to identify new infections categorized as HAIs based on the
disease-speciﬁc incubation period. Data was analyzed using
SPSS version 12.0; the primary outcome was having a HAI.
Results: The prevalence of HAIs was 34.0% (34/100).
Majority cases of HAIs had multiple infections (26.5%),
followed by single infections; Respiratory tract infections
(23.5%), Diarrhoea (17.6%), Urinary tract infections (14.7%)
and others. Infection control practice on the wards was
compromised by lack of hand washing facilities, lack of an
isolation ward and lack of supplies for disinfection. HAIs in
KDH were associated with having a surgical procedure at the
current admission (OR 2.68, 95% CI: 1.10—6.53).
Conclusion: The prevalence of HAIs in KDH is high neces-
sitating enforcement and monitoring of infection control
practices in the hospital. Creation of an isolation unit
for highly communicable diseases in the KDH should be
offered priority. The District Health Team should lobby to
ensure that ﬂowing piped water is available in KDH. Active
surveillance of HAIs among Post operative patients should
be instituted. There is need for a study to investigate
the relationship between having surgery and developingts e267
HAI.
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Background: Enterococci harbouring a vancomycin
esistance gene have emerged as an important nosoco-
ial pathogen associated with high mortality. In Brazil,
ancomycin-resistant enterococci (VRE) infection was ﬁrst
eported in the late 90 s, in the South region. In August 2007
he ﬁrst case of VRE was identiﬁed in the city of Goiania (∼1
illion inhabitants), Central Brazil. We herein present the
olecular characteristics of VRE isolated two years apart
rom its ﬁrst isolation in our municipality.
Methods: Screening for VRE was performed in the two
ajor public hospitals and one private hospital. Microbiolog-
cal samples (rectal swabs, blood, urine, surgical specimens)
ere collected from adult patients admitted to clinical and
urgical wards and Intensive Care Units (ICU). Suspected
RE colonies were submitted to identiﬁcation using con-
entional biochemical tests and antimicrobial susceptibility
CLSI, 2008). Detection of vancomycinresistance genes was
erformed by PCR. The genetic relatedness of bacterial
trains was evaluated by PFGE and the results were analyzed
sing Tenover criteria and BioNumerics (v. 5.0.)
Results: A total of 58 VRE (41 E. faecium and 17 E. fae-
alis) were isolated from 58 patients. Patients’ age ranged
rom 13 to 84 years (median of 54 years). 76.5% of E. faecalis
epresented colonization (rectal swab) in contrast, almost
alf of E. faecium were associated with infection (blood,
rine or surgical wound secretion). All VRE strains carried
he vanA gene. 27 out of 41 (65.8%) strains of E. faecium
elonged to the same cluster (genetic similarity ≥80%) and
o 5 lineages highly related. Strains from private hospital
ere identical and not correlated to the ones from public
ospitals. E. faecalis strains were classiﬁed in 5 clusters.
0.3% of the samples were susceptible to ampicillin and
6.2% to linezolid.
Conclusion: The study discloses the presence of VRE
enetically related strains in distinct hospitals, suggest-
